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HeLa6,	  5RPN	  reads,	  
score>0.01,	  437	  DGs	  

Human	  45S	  pre-‐rRNA	  (13357nt)	  	   Human	  9	  snRNAs	  
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human	  1rpn	  reads,	  score>0.01,	  
noncrystal	  helices	  336	  
	  
	  
	  
mouse	  1rpn	  reads,	  score>0.01,	  
noncrystal	  helices	  77	  
	  
29	  common	  between	  human	  and	  
mouse	  PARIS	  data.	  	  
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HeLa6,	  1RPN	  reads	  ,	  
score>0.01,	  433	  DGs	  

187	  human	  ribosome	  
crystal	  helices	  
	  
	  
human	  1rpn	  reads,	  
score>0.01,	  424	  DGs,	  
idenNfied	  88	  of	  the	  
helices	  in	  crystal	  
structure	  

Blue	  arcs:	  only	  in	  crystal	  structure	  
Red	  arcs:	  only	  idenNfied	  by	  PARIS	  
Black	  arcs:	  common	  between	  the	  two	  
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human	  1rpn	  reads,	  score>0.01,	  
noncrystal	  helices	  336	  
	  
	  
	  
All	  STAU1	  hiCLIP	  1rpn	  reads,	  
score>0.01.	  200	  helices	  
	  
52	  common	  between	  PARIS	  and	  hiCLIP	  
(black	  arcs)	  
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Blue	  arcs:	  only	  in	  human	  PARIS	  
Red	  arcs:	  only	  in	  mouse	  PARIS	  
Black	  arcs:	  common	  between	  the	  two	  
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hiCLIP	  DG1	  	  
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Blue	  arcs:	  PARIS	  helices	  only	  in	  human	  non-‐crystal	  
Red	  arcs:	  only	  in	  human	  hiCLIP	  
Black	  arcs:	  common	  between	  the	  two	  


